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Introduction:

Preanalytical phase of liquid biopsy for cancer diagnostics is not standardized among different laboratories, being the cause of around 50% of analytical errors (1). Current clinical
practice relies mostly on chemically stabilized blood samples shipped to clinical laboratories, posing the samples at risk of biological degradation or operators’ manual errors in blood
processing. Tethis presents See.d, a new pre-analytical platform for standardized and automated preparation of fresh blood samples at the point of blood collection for comprehensive
analysis of biomarkers in cancer management.
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Conclusions:

See.d automates and standardizes the preanalytical step of liquid biopsy for blood samples: cells on SBS slides and plasma are stable and can be shipped to analytical
laboratories for multianalyte tests in liquid biopsy (CTC, ctDNA, etc.). Tethis is currently planning the platform certification studies according to IVDR regulation.

1. Green SF. The cost of poor blood specimen quality and errors in preanalytical processes. C/in Biochem 46(13-14):1175-9 (2013)
2. Krol, llona et al. “Detection of clustered circulating tumour cells in early breast cancer. BrJ Cancer125, 23-27 (2021)



