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Background Results
* Circulating Tumor Cells (CTCs) enumeration can provide information on 1. Epithelial+/ER+ CTCs were successfully characterized in 10 of 20 (50.0%) MBC PTs classified as ER+ by histology, distinguishing them from HDs.
prognosis and treatment response [1]; 2. Epithelial+/HER2+ CTCs were found in 4 of 9 (44.4%) MBC PTs reported as HER2+ by histology, with a significant difference from HDs.
* Biomarkers characterization of CTCs in routine practice is challenging [2]; 3. Epithelial+ CTCs, without tumor marker expression, were sufficient to discriminate overall ER+ and/or HER2+ PTs from HDs, but not TNBC PTs.
* This study evaluates a novel approach to address this limitation in 4. CTC clusters were identified and characterized in 6 MBC PTs (18.2%).
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= * SmartBioSurface® slides allow the adhesion of both single and clustered » Integrate multimodal assays (i.e. cytological and cytogenetical evaluation) on
CTCs without prior selection or enrichment. SmartBioSurface® slides.
The proposed liquid biopsy workflow efficiently enables the single-cell » Potential use for monitoring metastatic cancer evolution and biomarker-
characterization of ER and HER2 expression in CTCs from MBC patients. related changes.
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